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IN DEVELOPMENT TOOLKIT

Superior tools for high content data

acquisition, analysis, and review

Enhance the capabilities of your laboratory by
adding powerful software options to your iCyte™

or iCys™ system.

iNovator Application DevelopmentToolkit opens
new possibilities for image manipulation and event
segmentation. Automated multipass scanning,
watershed segmentation, filters for image enhance-
ment, and many other features are easy to apply
to specimen scans using a highly visual user

interface.

iBrowser™ Data Integration Software brings man-
ageability to the wealth of disparate data output
elements of high-content experiments. Browse
through entire runs, compare data across the wells
of a plate, compile imagery and cell data from
specific wells or tissue sections: The iBrowser
desktop provides a convenient workspace for
top-down or bottom-up characterization of data
from whole plates, mulitple slides, Petri dishes,

individual wells, or groups of tissue elements.
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for fluorescence compensation on a pixel-by-pixel basis.
Customizable image processing filters enhance scanned
images; erosion, dilation, and watershed routines provide
building blocks for sophisticated automation of the segmentation
process; event-fusion functions multiply the possible levels of
segmentation — these and many other features are easy to
combine to suit the special characteristics of the specimen
and experiment.

Watershed segmentation separates
closely spaced objects into individual
objects, such as binucleate cell nuclei
in the Cytochalasin B Micronucleus
assay.

Filtering and inverting absorption signals
yields a new segmentation parameter.
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Browser DATA INTEGRATION SOFTWARE

The iBrowser desktop provides a canvas where diverse
data elements — well features, galleries, histograms, and
others — can be reviewed and integrated to characterize

B rowse whole plates or groups of slides.

Whether your experiment consists of a single

plate or an overnight run of multi-slide tissue

arrays, the high-content output can be a daunting

combination of event data, images, histogram
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files, galleries, well features, and more. Brought

Browse quickly across groups of specimen carrie
or delve deeply into the details of a particular wel
iBrowsers rich integration of image and data elei
to move from the big picture to the minute detail.

together in iBrowser’s intuitive interface, all of the
elements of the experimental data are at your

fingertips.

Extract meaningful correlations
and apply statistical tools to highlight

differences or consistencies from

plate to plate, or well to well. ! ;!’
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Analyze

Search for meaningful trends and correlating
morphology. With iBrowser, you quickly and
easily connect the quantitative with the visual.

View well features and representative galleries of
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events together. Identify the wells — and therefore
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